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Figure 1B
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Human Kinome Figure 3A
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Step 2: PhosphoScan®
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Figure 14A

Akt-RSK-S6 kinase signaling networks activated by oncogenic
receptor tyrosine kinases.

Moritz A, Li Y, Guo A, Villén J, Wang Y, MacNeill J, Kornhauser J, Sprott K,

Zhou J, Possemato A, Ren JM, Hornbeck P, Cantley LC, Gyqi SP, Rush J, Comb MJ.
Cell Signaling Technology Inc., Danvers, MA 01923, USA.

Science Signaling. 2010 Aug 24;3(136):ra64.
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Deconstructing Signaling Pathways
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Figure 17

Using Excel table (Akt9614-1.xls) from this study

LAC
" L RESULTS, ST
i TRATE MOTIF PHOSPHOSCAN "w,‘ s A 29614
TABLE: AKT SUBS g 87E) Rad!
2t
Antbody: 7
Study Design
Treatasents ~ o § - pud
L
Cogend *
— 1 .
el Oweemgte

Awrn o aots b e peab e




Cytokine
V) Receptor

Animation

@ —>0rganization

Membrane

- Membrane
r Recruitment Recruitment of Nuclear
and Activation and Activation Proteins

Other

Cardiovascular
—>  Homeostasis

f. —> Synaptic

Signaling

@ NF-xB
8—
@ Pathway
ABAj
=3

_—_— —@Eud
~—_ Blocks
T Aggregation
Promotes
\ Neuroprotection
@ Aggregation

Inhibits ¢
Apoptosis QA

7
II Neurodegeneration
7
] Glycolysis
II
7
! V4
ll /, -
¢ : - -
/ ! . ' \
! ¢ - Cytosolic Glycogen
1 ¢ =" Sequestration ;
[,’ ’:’—— Gyclin Di Synthesis
b= ///
Animation W

Proliferation

Image File: Akt_PW.ai

Figure 18



